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Seq. I.D. No. 1 



90 100 109 118 128 138 148 

92 102 112 122 132 142 152 

89 99 109 119 CHO 129 139 149 

I II I I I I I 

Clq_a QPRPAFSAIRRN- - PPMGGNWIPDTVITNQEEPYQNHSGRFVCTVPGYYYFTFQVLSQWEICLSIVSSS 

Clq_b TQKIAFSATRTINVPLRRDQTIRFDHVITNMNNNYEPRSGKFTCKVPGLYYFTYHASSRGNU^/NLMRG- 
Clq_C KFQS VFTVTRQTHQ P P APNS L I R FNAVLTN PQGD YDT STG KFTC KVPGLYYFVYHASHTANLCVLL YRS - 



159 168 178 188 198 208 218 

162 171 180 190 200 210 219 

158 165 174 184 194 204 213 

I I I I I I I 

Clq_a RGQVRRSLGFCDTTNKGLFQWSGGMVLQLQQGDQVWVEKDPKKGHIYQGSEADSVFSGFLIFPSA 

CI q_b RERAQKWTFCDYAYN - T FQ VTTGGMVLKLEQG ENV F LQ ATDKNS LLGMEG - ANS I FSGFLLFPDMEA 

Clq_C -G — VKWT FCGHTS K - TNQVNSGGVLLRLQVGEE VWLAVNDYYDMVG I QG - SDS VFSGFLLF PD 

Amino acid sequence of gClq domains aligned with structural similarity. 
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Seq. I.D. No. 2 

Amino acid sequence of ClqA 



Complement component 1, q subcomponent, alpha polypeptide precursor 
ACCESSION AAH30153 GI: 20988805 



1 MEGPRGWLVL CVLAISLASM VTEDLCRAPD GKKGEAGRPG RRGRPGLKGE QGEPGAPGIR 
61 TGIQGLKGDQ GEPGPSGNPG KVGYPGPSGP LGARGIPGIK GTKGSPGNIK DQPRPAFSAI 
121 RRNPPMGGNV VIFDTVITNQ EEPYQNHSGR FVCTVPGYYY FTFQVLSQWE ICLSIVSSSR 
181 GQVRRSLGFC DTTNKGLFQV VSGGMVLQLQ QGDQVWVEKD PKKGHIYQGS EADSVFSGFL 
241 IFPSA 
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Seq. I.D. No. 3 



Amino acid sequence of ClqB 



complement component 1, q subcomponent, beta polypeptide precursor 
ACCESSION NP 000482 GI: 11038662 



1 MMMKIPWGSI PVLMLLLLLG LIDISQAQLS CTGPPAIPGI PGIPGTPGPD GQPGTPGIKG 
61 EKGLPGLAGD HGEFGEKGDP GIPGNPGKVG PKGPMGPKGG PGAPGAPGPK GESGDYKATQ 
121 KIAFSATRTI NVPLRRDQTI RFDHVITNMN NNYEPRSGKF TCKVPGLYYF TYHASSRGNL 
181 CVNLMRGRER AQKWTFCDY AYNTFQVTTG GMVLKLEQGE NVFLQATDKN SLLGMEGANS 
241 IFSGFLLFPD MEA 
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Seq. I.D. No. 4 



Amino acid sequence of ClqC 

Complement Clq subcomponent, C chain precursor. 
ACCESSION P02747 GI: 20178281 



1 MMMKIPWGSI PVLILLLLLG LIDISQAQLS 

61 EKGLPGLAGD HGEFGEKGDP GIPGNPGKVG 

121 KIAFSATRTI NVPLRRDQTI RFDHVITNMN 

181 CVNLMRGRER AQKWTFCDY AYNTFQVTTG 

241 IFSGFLLFPD MEA 



CTGPPAIPGI PGIPGTPGPD GQPGTPGIKG 
PKGPMGPKGG PGAPGAPGPK GESGDYKATQ 
NNYEPRSGKF TCKVPGLYYF TYHASSRGNL 
GMVLKLEQGE NVFLQATDKN SLLGMEGANS 



4 



